The Blood transfusion Genomics Consortium

brings together a range of skills and expertise to deliver precision transfusion medicine
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* 10 national, 4 regional blood services, 4 teaching hospitals
* 9.2 million units of blood per year
*1.1 million new donors to be engaged each year
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Blood transfusion
Genomics Consortium

2017-2020
o Pre-Clinical Study | delivered

2021
0 Consortium Agreement signed

0 Universal Blood Donor Typing array designed and printed

0 14,000 DNA samples and accompanying data in central repository
0 Samples typed on GENETITAN instruments at three labs

0 Pre-Clinical Study Il completed

2022-2024

o Pre-Clinical Study IV completed at three labs
0 92,000 NHSBT donors genotyped
MHRA EUA Regulatory approval

Sickle cell/Thalassaemia patients genotyped

Genotyped on genome Array and donor Typing data returned

British and Dutch wide array record antigen to blood services
blood donors DNA extracted types compared .0
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Cause of discordance

Average increase in compatible donors
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antigens W Unresolved Number of antibodies
99.9% concordance in 73 discordances for Red cell 2.6-fold increase in probability of finding
antigen typing results and HPA antigens donor for complex patient

Gleadall et al, Blood Advances 2020
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